° 280 - 2002 4 22 4

Wilson ATP7B Arg778Leu/Gln

B ORS MR Ren WER

: it BA Wilson % (WD)ATPTB A H Arg778Leu/Gln & RE 5 FEIEA G XZF .

: Al PCR B AR5 A4 38 90 7] WD &% #= 30 L& A ATPTB &R 49 % 8 SbE T, £ PCR 44T %

LA 0Bg Mspl Badn a1, 904 WD & #HT 7 E #HES A, ;904 WD &% A 34 5] Arg778 Lew

Gln & RE ;WD EF FEHIEND B BITFRANE Arg778Lew/ Gn & RE & 20 . : Arg778Leu/Gln &

R E I BEE KSR T AN %5 RE a6y B, Arg778Lew/ Gln & X THE 5 v EAF XA i A A%,
Wilson % ®% ARA (A FEIA

Study on Relationship between Arg778Lew Gln Gene Mutation Spot in ATP7B and TCM Syndrome Type in
Chinese Patients with Wilson Disease YANG Bin, HU Ji-yuan, HONG M ing-fan, et al Institute of Neurology,
Anhui College of TCM, Hefei (230031 )

Objective: To investigate the relationship between Arg778 Leu/Gln gene mutation spot in ATP7B and TCM
Syndrome type in Chinese patients with Wilson disease (WD). Methods: Exon 8 of ATP7B of 90 WD patients
and 30 healthy controls were amplified by PCR and analysed by restriction enzyme MspI , the TCM Syndrome
ty pe of the patients was differentiated at the same time. Results: In the 90 WD patients, 34 with Arg778Lew/
Gln of exon 8 were detected, among them 20 cases belonged to the TCM Syndrome type of endogenous Liver-
Wind agitation. Conclusion: Onset age of WD patients with Arg778 Leu/Gln mutation is later than that without
this mutation. Arg778Leu/Gln mutation might be related to the TCM Syndrome type of endogenous Liver-Wind
agitation
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